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4 will help in constructing a model of the transmission of SIV in wild green monkeys.

3 Center for Reproduction of Endangered Species, Zoological Society of S

1 Mitochondrial DNA D-loop sequence analysis wa
q relationships, genetic variability, and geographic structy
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SOCIAL STRUCTURE AND. PREVALENCE OF SlIVagm
OF GREEN MONKEYS, CERCOPITHECUS AETHIOPS SABAEUS,
SENEGAL.

IN

1(1) A. GALAT-LUONG, (1) G. GALAT, (1) F. BIBOLLET-RUCHE, (2) JP. DURAND, (3) Q. DIOP and

(1) X. POURRUT
(1) Laboratoire de Primatologie, ORSTOM, B.P. 1386 Dakar, SENEGAL,
(2) Institut Pasteur de bangui, Bangui, REPUBLIQUE CENTRAFRICAINE;

4 (3) Institut Pasteur de Dakar, B.P. 220, Dakar, SENEGAL.

in contrast to evaluations of the prevalence of SiVagm in individuals of unknown origin in

{ different regions of Africa, the aim of this stduy was to measure the prevalence of the retrovirus
g among identified individuals of known groups. The members of two groups of green monkeys,

Cercopithecus aethiops sabaeus from the Fathala forest, Parc National du Deita du Saloum,
Senegal, were captured, sampled fitted with radio transmitters, then released. Samples from 46

4 individuals were tested using HIV2 tests. Individuals of known virological status were followed and

observed directly. Social structure and the SIVagm prevalence levels are presented. The results
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4 MITOCHONDRIAL DNA D-LOOP OF GORILLAS.

K. GARNER and O. RYDER
jego, CA, USA.

sed to evaluate phyiogenetic
of mitochandrial DNA lineages in the
a DNA was obtained by polymerase chain
250-basepair hypervariabie D-loop regicn was
ral African subspecies, eastern lowland gorillas (G.
g. graueri) and mountain gorillas {G. eringel) form a phylogenetic cluster distinct from the
western lowland gorillas (G. g. gorillglxWestern lowland gorillas exhibit intra-subspecific variability
the western versus eastern gorilla sequence divergence (13-
20% changes). Sequence diyergence between eastern lowland and mountain gorillas averages 7-
8%, and both these subspe€ies exhibit low levels of intra-subspecific variability (0.3-1%). Mountain
gorillas are found in o isolated populations of about 300 individuals each. The subspecies
classification of t gandan impenetrable Forest population has been debated. However, the
impenetrable Fefest and Virunga Volcanoes mountain gorilla populations cannot be distinguished

three subspecies of gorillas (Gorilla gorilla). Wilde g
reaction amplification of sheid hair follicle extract
examined from 43 individuals. The two east ¢

-1 by sequence t¥ping using this DNA region.
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| CONGENITAL MALFORMATION IN A FEMALE GORILLA OF RIO MUNL
{ J.P. GONZALEZ-KIRCHNER and M: SAINZ DE LA MAZA

Sec. Antropologia, Dep. Biologia Animal I, Fac. Biologia, Univ. Complaténse, Madrid, SPAIN.

During a long-term study on the status and di
Equatorial Guinea, we have found a case of con
gorilla gorilla) found in the region of Rio Muri” This female presents lack of nails and distal
phalanxes of the second dlglts of both feet Tt is the first time that this kind of malformation has

fbution of the apes of the Republic of
ifal malformation in a female gorilla (Gorilla

Hllllllll

been described. Bilateral malformatiops-Similar to this one have already been observed before in
i aduel e sevicessimijfar casgsObserved in the family Pongidae. It is suggested that these
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