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The sleeping sickness focus of Bonon was the last one still active at a low endemic level in Côte d’Ivoire. 
An entomological survey carried out in June 2015 during the rainy season using “Vavoua” traps guided 
subsequent control activities. Indeed, it improved knowledge of tsetse fly ecology. All the tsetse flies caught 
(i.e. 1909) belonged to the subspecies Glossina palpalis palpalis (Robineau-Desvoidy, 1830), the major 
vector of Human African Trypanosomiasis (HAT) in Côte d’Ivoire. In this paper, we looked at the relationship 
between the apparent density (AD,  flies/trap/day) and biotopes. The AD significantly varied according to 
biotopes, with high density around villages. The trypanosomes overall infection rate (mature and immature) 
according to microscopic observation was 23.2%. When considering mature infections, the infection rate 
was 5.5 %. Polymerase chain reaction (PCR) analyses confirmed the presence of Trypanosoma brucei s.l. and 
Trypanosoma congolense “forest type”. Blood meals analysis using cytochrome b gene sequences revealed 
that tsetse flies fed on pigs. The edges of the villages seem to constitute preferred habitats for tsetse flies 
where they are protected from insecticide pressure in the fields, and where they can easily take bloodmeals 
from free-ranging pigs. The findings of this study provided a baseline in decision-making for subsequent 
vector control activities.

INTRODUCTION

Tsetse flies (Glossina Wiedemann, 1830 species) are important cyclical vectors of protozoan 
parasites, trypanosomes, which cause animal and human African trypanosomiasis. Human 
African Trypanosomiasis (HAT) is a parasitic, neglected tropical disease that mostly affects remote 
rural and poor communities in Africa (WHO 2013; Büscher et al. 2017) thus maintaining the cycle 
of poverty. In West Africa, the aetiological agent, Trypanosoma brucei gambiense Dutton, 1902, is 
transmitted to humans by tsetse flies belonging to the genus Glossina. 

In Côte d’Ivoire, the development of cash crops (coffee and cocoa) replacing the original forest 
in the western part of the country has led to profound changes in biotopes, which have become 
more favourable to the main vector of HAT, Glossina palpalis palpalis (Robineau-Desvoidy, 1830) 
(Laveissière and Hervouët 1988, Djohan et al. 2015). According to the World Health Organisation 
(WHO), the country was the second most affected by HAT in West Africa in the 2000s (Simarro et 
al. 2010). In more recent years, the focus of Bonon, located in the western-central part of the country, 
has reported the most cases (Djè et al. 2002, Koffi et al. 2016) with 13 of the 23 cases reported in 
the country from 2013 to 2023 (Franco et al. 2024). The last case reported in this focus dates to 
2022. Studies carried out in this focus since the 2000s have identified only G. palpalis (Courtin et al. 
2005; Ravel et al. 2007; Kaba et al. 2021). However, previous studies around this area had revealed a 
diversity of species (Challier and Gouteux 1980).

The geographical distribution of sleeping sickness results from a complex interaction between 
pathogenic trypanosomes, the tsetse, wildlife, and behavioural patterns of humans and livestock that 
expose these hosts to infective flies. Therefore, elimination of sleeping sickness relies on understanding 
this ecology to protect humans from infective tsetse, to break the disease cycle. Indeed, vector control 
is considered by WHO as an important tool contributing to the elimination of gambiense HAT (FAO 
and WHO 2022).

An entomological survey was undertaken in Bonon focus in 2015, with summarised results on 
tsetse distribution and abundance already published (Kaba et al. 2021). In this study we provide more 
detailed information and data analysis from this survey, including biotope preferences, infection rates 
and blood meal source, to improve the understanding of the relationship between trypanosomes, 
tsetse, and their human and animal hosts. These data provided an important starting point to help 
define the follow-up tsetse fly control strategy (Kaba et al. 2023).
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MATERIALS AND METHODS

Study area

The study was carried out in June 2015 in the Bonon focus 
located in the Western-central part of Côte d’Ivoire (Figure 1). 
This period corresponds to the rainy season, and the annual 
rainfall is around 1200 mm. Bonon focus is in a mesophyll 
forest area, although nowadays the forest has almost completely 
disappeared, replaced by coffee and cocoa plantations. In 
the town and its surroundings, many livestock farms occur, 
harbouring pigs, goats, sheep and cattle (Courtin et al. 2005; 
N’Djetchi et al. 2017). 

Entomological survey 

Tsetse flies were collected with Vavoua traps (Laveissière and 
Grébaut 1990), deployed for two days in favourable locations 
for tsetse flies and human-tsetse contact such as water supply 
points, intersection runways and watercourses, bathing areas 
and edge of villages’ plantation. Trap sites were selected to 
include all vegetation types/habitats that could be favourable 
to fly reproduction, feeding and resting (Gouteux et al., 1983). 
Trapping sites were georeferenced and biotopes were described. 
Biotopes were divided into 7 categories according to our 
knowledge about tsetse fly bio-ecology and human activities 
in this area. Coffee and cocoa plantations which have replaced 

mesophilic forest represent a large part of Bonon focus’s 
landscape. Rice cultivation in the lowlands is one of Bonon’s 
main activities. Lowland rice cultivation are therefore potential 
areas of contact between humans and vectors. Village’s edge 
and Bonon town have been considered to assess the risk of 
suburban transmission of trypanosomiasis. Water courses and 
riparian forest have been considered because of their ecological 
importance for certain tsetse fly species, of the palpalis group. 
Finally, we considered fallows to assess the behaviour of tsetse 
flies in areas where humans are not present in high numbers.  

Tsetse flies were collected daily and identified by species and 
sex using morphological characteristics as described by FAO 
identification key (Pollock 1982). A random subset of non-
teneral flies were then dissected in a drop of sterile saline solution 
using binoculars to determine their ovarian age and to look for 
trypanosomal infections. The age of female tsetse was assessed by 
observing the content of the uterus and the relative size of the 
follicles in each of the two ovarioles and in each of the two ovules 
that constitute each ovary. The sub-division of each of the age 
category was carried out as described in Sané et al. (1999). 

Blood meals analysis

Blood meals were collected during tsetse dissection in case of 
presence of blood in the midgut. The contents were smeared 
onto numbered sector on filter paper (Whatman No. 4) (Späth 

Figure 1: Location map of study area
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2000), dried and packed in aluminium foil. The packed blood 
meals were placed in a sterilised jar containing silicagel until 
they were analysed.

Blood meal DNAs were extracted using chelating resins as 
describe by Walsh et al. (1991).  200 µl of 5% Chelex 100® (Chelating 
Ion Exchange Resin, Biorad, CA, USA) were added for each tube 
containing blood meal. These were heated at 56 °C for an hour 
and 95 °C for 30 min. Tubes were centrifuged at 14 000 rounds 
per minute for 3 minutes at room temperature then supernatants 
were used for subsequent PCR assay (Njiokou et al., 2004).

PCR was performed using universal primers complementary 
to the conserved region of the cytochrome b gene of the 
mitochondrion DNA of vertebrates to amplify 358 bp segment of 
the vertebrate host mitochondrial cytochrome B (Farias et al. 2001; 
Hebert et al. 2003; Steuber et al. 2005). Primers sequences were: 
CybBF: 5’ CCCCTCAGAATGATATTTGTCCTCA 3’
CytBR: 5’CCATCCAACATCTCAGCATGATGAAA 3’

A negative control containing distilled water was run in 
parallel. The PCR reaction was carried out in a Thermal Cycler 
PTC 100 (Biorad, CA, U.S.A.) with the following parameters: 
DNA initial denaturation and polymerase activation at 95°C for 
3 min, 40 cycles of denaturation at 95°C for 30 s, annealing at 60°C 
for 50 s, primer extension at 72°C for 40 s, and final extension at 
72°C for 5 min. An amount of 7 µl of each PCR product was 
checked by electrophoresis in 2% agarose gel and visualised by 
ethidium bromide staining under UV light. PCR products were 
purified using QIAquick PCR purification kit (Qiagen, Valencia, 
CA, U.S.A.) using the manufacturer’s instructions, then sent for 
sequencing to GATC biotech.  

For each PCR product sequenced, forward and reverse 
sequences were aligned and traces examined using CodonCode 
Aligner (CodonCodeCorporation). The sequences obtained (358 
bp) were compared to reference cytochrome B gene sequences 
from the GenBank/EMBL/DDBJ database, using blast searching 
(Lah et al. 2012). The origin of blood meal sample was assigned 
to the reference species which showed the highest percentage of 
homology with our sample.

Identification of trypanosomes

Mouth parts, salivary glands and midguts were isolated and 
examined for trypanosome infection with microscopy (Pollock, 
1982). When at least one of these organs was found to be infected, 
all three organs were collected separately in microfuge tubes 
containing 25 µl of sterile water. Samples were stored at −20°C 
and sent back to the laboratory until use. DNAs were extracted 
using Chelex method. 25 µl of 5%. Chelex 100 were added for 
each tube containing organ. These were heated at 56°C for an 
hour and 95°C for 30 min. Tubes were centrifuged at 14 000 
rounds per minute for 3 minutes at room temperature and 5µl of 
supernatant were used for PCR assays. 

Primers specific for Trypanozoon (i.e. T. brucei s.l. (Moser et 
al. 1989), T. vivax (Masiga et al. 1992) and riverine forest type 
of T. congolense (Masiga et al. 1992) were used. We did not use 

primers specific to the savannah type of T. congolense because 
previous studies have shown the absence of this type of parasite 
in this area (N’Djetchi et al., 2017). DNA samples were amplified 
in a final volume of 25 µl. Tubes were incubated at 95°C for 3 min 
as an initial denaturation step, followed by 40 cycles of 30 sec at 
95°C, 30 sec at 55°C, and 1 min at 72°C. A final extension was 
processed at 72°C. A 7 µl aliquot of each sample was analysed on 
an agarose gel, stained with ethidium bromide and photographed 
under UV illumination.

Data analysis

The average Apparent Density (AD) of tsetse flies was determined 
by summing daily catch and dividing by the number of days and 
the number of traps. Infection rates were calculated by dividing 
the number of infected tsetse flies by the total number of tsetse 
flies we dissected and expressed as percentage. Sex-ratio was 
estimated by dividing the number of males by the number of 
females (M/F). We tested the average number of flies caught per 
trap per day between landscapes using the Kruskall-Wallis test. 
The statistical significance of differences in catch was assessed 
using Dunn’s nonparametric pairwise multiple-comparison 
test with Benjamini. A two-tailed Fisher’s exact test was used to 
compare rates of infection All statistical analyses were carried 
out using R 4.0.2 (https://www.r-project.org/).

RESULTS 

Entomological parameters 

All the tsetse flies captured were identified as Glossina palpalis. 
They were assumed to belong to the subspecies G. palpalis 
palpalis based on the criterion of geographical distribution of 
the two subspecies of G. palpalis established by previous studies. 
(Challier et al., 1983; Nekpeni et al. 1989) A total of 1909 tsetse 
flies were captured with 277 traps for two days, giving an AD of 
3.4 ± 14.6 ranging from 0 to 129.5 flies depending on the traps 
as published in Kaba et al (2021). The highest AD was observed 
at the edges of the villages (13.8 flies/day/trap), followed by 
Bonon town (2.0 flies/day/trap) (Table 1). The Kruskal-Wallis 
test revealed significant difference of ADTs according to the 
landscapes (p = 0.02). Although the density at the villages’ 
edges was very high compared with the other sites, Dunn’s post 
hoc test only revealed significant differences of densities with 
riparian forest and fallow (Table 2). 

The 1909 flies consisted of 430 males and 1479 females, for 
a sex-ratio (M/F) of 0.3. A total of 436 flies (328 females and 
108 males) were dissected and observed under the microscope. 
Among them, 101 were found infected hence a parasitological 
overall trypanosomes infection rate of 23.17% ±25.4 (Table 1). 
When considering separately the different organs, 76.2% of 
the infections were found in the midgut only, and are therefore 
considered as immature infections, 10.5% in the mouth parts 
only (T. vivax-type) and 13.3% were mixed infection of midgut 
and mouth parts (T. congolense-type). No salivary gland infection 

Table 1: Tsetse flies’ abundance and infection rate according to landscapes, with standard deviation (SD)

Landscape Number of traps Number of trapped flies ADT ± SD Dissected Infected Infection rate (%) 

Bonon town 16 64 2.0 ± 3.3 47 10 21.3

Fallow 36 13 0.2 ± 0.4 9 1 11.1

Lowland rice cultivation 58 54 0.5 ± 0.9 31 8 25.8

Cocoa and coffee orchard 68 119 0.9 ± 2.3 81 11 13.6

Riparian forest 25 11 0.2 ± 0.8 10 1 10.0

Village’s edges 59 1624 13.8 ± 29.5 246 67 27.2

Water courses 15 24 0.8 ± 1.7 12 3 25.0

Total 277 1909 3.44 ± 14.6 436 101 23.2
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(T. brucei-type) was found. The infection rate was significantly 
higher in female than in male (p = 0.03). When considering 
mature infections, i.e. mouth parts’ infection and mixed infection 
of midgut and mouth part, the infection rate is 5.5 %.

The 328 female flies dissected were divided into 45.7% of old 
parous, 48.7% of young parous and 2.6% of nulliparous while 3% 
of females dissected could not be aged. The proportion of young 
flies (young parous + nulliparous) was 51.3% and there was no 
significant difference in numbers between young and old flies.

Host preferences 

Out of the eight (8) blood meals collected from dissected tsetse 
flies, seven could be sequenced. Sequencing of cytochrome B 
genes showed that for the 7 blood meals, BLAST exhibited 99% 
similarity with the pig sequence (Sus scrofa domesticus). 

Identification of trypanosomes

PCR could be performed on 36 samples of the 101 tsetse flies 
positive with microscopy. In 19.4% (7/36) of these flies, the 
species of trypanosome was identified: six were T. brucei and one 
was T. congolense forest type. 

DISCUSSION

Tsetse flies’ division in different biotopes is related to their 
survival conditions (WHO 1986). Several studies have been 
carried out in the focus of sleeping sickness of Bonon in the early 
2000s (Solano et al. 2003; Jamonneau et al. 2003, 2004; Courtin 
et al. 2005). Population movements during political crisis 
contributed to a doubling of Bonon’s population between 2002 
and 2015 (Krouba et al. 2018). The rate of net forest decreased 
from 7% to less than 1% from 2002 to 2015, leaving only the 
sacred forest (Coulibaly et al. 2018). Outbreaks of Cacao Swollen 
Shoot Disease have been confirmed in this area in 2003 (Kébé 
and N’Guessan 2003). It has contributed to reduction of the 
surface of cocoa plantations from 63% to 26% in the same period 
(Coulibaly et al. 2018), which has been replaced by food crops, 
rubber and cashew. These factors have certainly significantly 
modified the distribution of tsetse flies. Only one tsetse 
subspecies was caught, Glossina palpalis palpalis which is known 
as the major vector of HAT in Côte d’Ivoire (Allou et al. 2009, 
Fauret et al. 2015). These observations are like those of studies 
carried out in recent years (Courtin et al. 2005; Ravel et al. 2007). 
However, Challier and Gouteux identified five tsetse species in 
this region, divided between the three groups of Glossina, some 
forty years ago (1980). This reflects the global changes underway 
in the area. Formerly, the western part of Côte d’Ivoire was 
mesophilic forest in which were found tsetse belonging to the 
fusca group and to a lesser extent, tsetse from the palpalis group. 
The destruction of forest for cash crops has led to the decline of 
tsetse of the fusca group, which are zoophilic (Gouteux 1991). On 
the opposite, those of the palpalis group especially G. p. palpalis, 
can subsist in this recently anthropised area and it was noted in 
the past that coffee and cocoa plantations were areas with high 
trypanosomiasis risk (Roubaud 1913; Laveissière and Hervouët 
1981; Franco et al. 2014; Djohan et al. 2015). The fact that 

densities are currently low in these areas may be attributed to the 
massive use of pesticides and insecticides, combined with forest 
destruction (Tano 2012). Indeed, no resistance of tsetse flies 
to insecticides has yet been reported. The edges of the villages 
seem to constitute new habitats for tsetse flies where they are 
protected from insecticide pressure of the fields, and where they 
can easily take bloodmeals from free-ranging pigs. We also 
observed a strong presence of tsetse flies in Bonon town. Indeed, 
the town of Bonon is made up of five villages whose inhabitants 
have preserved their rural way of life. The activities therefore 
do not differ from those practised in the villages. Agriculture 
and traditional breeding are the main activities in these areas. 
The existence of an urban transmission of HAT was reported 
in Bonon (Courtin et al. 2005). Several studies also suggested 
a suburban sleeping sickness transmission in Libreville, Gabon 
(Kohagne et al. 2013) and in Kinshasa, Democratic Republic of 
the Congo (Simo et al. 2006; Lumbala et al. 2015) among others. 
This presence of tsetse within and around villages also reflects 
the resilience of this species (G. p. palpalis) and its adaptations to 
an anthropised environment, at least to a certain extent.

Difference in flies’ sex-ratio was largely in favour of females 
(1 male for 3 females) and this is in agreement with Laveissière 
et al. (2000). It has been proved that some types of traps catch 
a higher proportion of females than other sampling methods 
(Leak et al. 2008). The gestation period, which increases appetite 
in tsetse, also results in the increased capture of females (Bouyer 
et al. 2015). However, Leak (1998) reported that females could 
represent 70% to 80% in an unbiased sampling. The predominance 
of females could constitute an additional risk factor because of 
their higher feeding frequency and long-life span, when compared 
to males (Kazadi et al. 2000).

Out of the total number of tsetse caught, more than half were 
young (51.3%). This agrees with Kaba et al. who found in 2006, 53% 
of young flies near Abidjan, Côte d’Ivoire (Kaba 2006). Young flies 
will become more dangerous as they mature. The infection rate of 
21.5% in our study, that includes all trypanosomes found in the 
tsetse, is comparable to the rates of 28.7% reported by Jamonneau 
et al. (2004) and the 25% reported by Courtin et al. (2005) and 
Ravel et al. (2007) in the same area. More females were infected 
(24.2%) than males (14.42%) as reported in earlier studies in 
Côte d’Ivoire (Yao et al. 1997; Bosson-Vanga et al. 2012). Females 
are more likely to be infected because of their greater number of 
bloodmeals (Laveissière et al. 2000). We observed trypanosomes 
only in the proboscis and in both the proboscis and midgut. This 
suggests the presence of T. vivax and T. congolense respectively, 
parasites responsible for animal trypanosomiasis. Trypanosomes 
were in flies’ midgut and/or mouthparts. However, the absence 
of salivary gland infection does not necessarily mean absence 
of T. b. gambiense, the etiological parasite of sleeping sickness, 
because even in areas of trypanosomiasis transmission, the 
prevalence of this parasite in tsetse is very low, when examined 
parasitologically (Jamonneau et al. 2004). In addition, it has been 
demonstrated in this same area that pigs are heavily infected with 
trypanosomes belonging to T. brucei s.l. (Jamonneau et al. 2004; 
N’Djetchi et al. 2017). It should be noted that the identification 

Table 2: Results of post-hoc comparisons of tsetse densities by landscape using Benjamini–Hochberg correction

Bonon Town Lowland rice 
cultivation

Ochard Riparian forest Water course Fallow

Lowland rice cultivation 0.1114

Ochard 0.1615 0.4155

Riparian forest 0.0571 0.2166 0.1698

Water course 0.1684 0.4751 0.4413 0.2896

Fallow 0.058 0.32 0.2255 0.397 0.3722

Village 0.4116 0.0676 0.1021 0.0477* 0.1815 0.0369*
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of trypanosome species according to their location in tsetse 
flies is not very reliable due to the low specificity microscopic 
examination. Infection of an organ can also go unnoticed or 
be temporary (Yoni et al., 2005). Identification of the species of 
trypanosomes present in the tsetse flies indicated the presence of 
T. brucei s.l. (which may include T. b. gambiense) and T. congolense 
forest type. Technical problems prevented the identification 
of trypanosomes in a large proportion of infected organs and a 
more specific testing for T. brucei gambiense infections, which are 
limitations of the study.

Only 8 blood meals could be collected out of 488 tsetse flies 
dissected (1.63%). Although a bit disappointing, this result was 
expected since tsetse caught in traps are mainly the ones that 
are looking for bloodmeals (Leak 1998), together with the ones 
flying for mating. Nevertheless, all the blood meals analysed 
were identified as coming from pigs. Most studies on the feeding 
behaviour of peridomestic population of tsetse flies in Côte 
d’Ivoire have highlighted their preference for pigs. Indeed, an 
analysis of 84 blood meals from peridomestic populations of 
Glossina palpalis palpalis and G. longipalpis in central Côte d’Ivoire 
showed that 94% of them came from pigs (Späth 2000). Dagnogo 
et al. (1985) showed that 98% of the blood meals examined from 
G. palpalis were from pigs in savanna-forest mosaic area, this rate 
was 72% in the pre-forest area (Gouteux et al. 1982). Tsetse flies 
of palpalis group are reported to be opportunistic regarding their 
bloodmeal sources in natural conditions, and it has been reported 
that on the edge of villages in the western central Cote d’Ivoire they 
feed almost exclusively on pigs (Laveissière et al. 1985). Indeed, 
villages where pig breeding is practised are adjacent to wetlands 
Climatic conditions prevailing in these basins favour the gathering 
of free-ranging pigs. These biotopes are also place of refuge for 
tsetse flies (Gouteux 1982). These results confirm G. p. palpalis 
food opportunism, pigs wandering in villages constituting their 
preferred host as showed by several studies (Laveissière et al. 
1985; Sané et al. 2000). Based on these observations, feeding on 
humans in such areas appears more accidental than frequent, but 
each time it happens, it represents a risk for humans to be infected 
by T. b. gambiense.

Conclusion

This study brings further knowledge on the peridomestic 
behaviour of Glossina palpalis palpalis in a HAT focus in Côte 
d’Ivoire. Its findings helped design vector control activities that 
were subsequently initiated in 2016 (Kaba et al, 2021 & 2023) 
and sustained until 2023. The data collected in this type of 
survey will also help improve the mapping of tsetse distribution 
at the national and continental level in the framework of the 
atlas initiatives (Boulangé et al., 2022; Cecchi et al, 2024). Our 
results highlighted the importance of baseline data collection to 
characterize the targeted ecosystem before any control measure 
is implemented, and the findings also suggest that it would be 
useful to improve our understanding of the role of pigs in HAT 
epidemiology.

Acknowledgments

This study was funded by the Education and Research 
Ministry of Côte d’Ivoire, as part of Contrat Désendettement 
Développement (C2D) managed by IRD (Institut de Recherche 
pour le Développement). The funders had no role in study design, 
data collection and analysis, decision to publish, or preparation 
of the manuscript.

Author attribution
Djakaridja Berte: Conceptualization, Investigation, Writing – original 

draft,
Bi Tra Dieudonné Ta: Conceptualization, Investigation, Writing – original 

draft,

Dramane Kaba: Funding acquisition, Project administration, Resources, 
Writing – review & editing,

Bamoro Coulibaly: Investigation, Data curation, Writing – Review & 
Editing,

Koffi Alain De Marie Kouadio: Investigation, Formal analysis, Writing – 
Review & Editing,

Kouadio Louis N’dri: Investigation, Formal analysis, Writing – Review & 
Editing,

Wilfrid YONI: Investigation, Formal analysis, Writing – Review & Editing,
Jean-Baptiste Rayaisse: Conceptualization, Writing – review & editing,
Fabrice Courtin: Conceptualization, Writing – Review & Editing,
Vincent Jamonneau: Conceptualization, Writing – Review & Editing,
Mathurin Koffi: Conceptualization, Writing – Review & Editing,
Vincent Djohan: Conceptualization, Methodology, Writing – Review & 

Editing,
Sophie Ravel: Formal analysis, Methodology, Writing – Review & Editing,
Philippe Solano: Conceptualization, Funding Acquisition, Supervision, 

Writing – review & editing

References 
Acapovi-Yao G, Allou K, Mavoungou J, Zoh D, Dia M, N’goran KE. 2013. 

Distribution géographique et infection de Glossina palpalis palpalis 
(Diptera, Glossinidae) par les trypanosomes dans des reliques 
forestières de la ville d’Abidjan-Côte d’Ivoire. Revue Africaine de 
Santé et de Productions Animales. 11:37–42.

Allou K, Acapovi-Yao G, Kaba D, Bosson-Vanga H, Solano P, N’Goran 
KE. 2009. Chorologie et infection par les trypanosomes de Glossina 
palpalis palpalis dans la forêt du Banco et ses reliques, Abidjan 
(Côte d’Ivoire). Parasite. 16(4):289–295. https://doi.org/10.1051/
parasite/2009164289.

Bouyer J, Desquesnes M, Yoni W, Chamisa A, Guerrini L. 2015. 
Attracting and trapping insect vectors. Technical Guide No. 2, 22 p.

Bosson-Vanga A, Acapovi-Yao G, Kaba D, Dofini F, Coulibaly B, N’Dri 
L, Koné M. 2012. Infection de Glossina palpalis palpalis par les 
trypanosomes le long du fleuve Comoé dans la région d’Abengourou 
(Côte d’Ivoire). Journal of Pharmaceutical and Biological Sciences. 
13:31–37.

Boulangé A, Lejon V, Berthier D, Thévenon S, Gimonneau G, Desquesnes 
M, Abah S, Agboho P, Chilongo K, Gebre T, et al. 2022. The COMBAT 
project: controlling and progressively minimizing the burden of 
vector-borne animal trypanosomosis in Africa. Open Research 
Europe. 2(67):67. https://doi.org/10.12688/openreseurope.14759.2.

Büscher P, Cecchi G, Jamonneau V, Priotto G. 2017. Human African 
trypanosomiasis. Lancet. 390(10110):2397–2409. https://doi.org/ 
10.1016/S0140-6736(17)31510-6.

Challier A, Gouteux JP. 1980. Ecology and epidemiological importance 
of Glossina palpalis in the Ivory Coast forest zone. International 
Journal of Tropical Insect Science. 1(1):77–83. https://doi.org/10.1017/
S1742758400000187.

Challier A, Gouteux JP, Coosemans M. 1983. La limite géographique 
entre les sous-espèces Glossina palpalis palpalis (Rob.-Desv.) et G. 
palpalis gambiensis Vanderplank (Diptera : Glossinidae) en Afrique 
occidentale. Cahiers ORSTOM. Série Entomologie Médicale et 
Parasitologie. 21(4): 207–220.

Cecchi G, Paone M, de Gier J, Zhao W. 2024. The continental atlas of the 
distribution of tsetse flies in Africa. PAAT Technical and Scientific 
Series, No. 12. Rome: FAO. https://doi.org/10.4060/cd2022en.

Coulibaly B, Krouba DI, Kouakou AAC, Ouattara AA, Berté D, Ta 
BTD, Rayaisse JB, Jamonneau V, Solano P, Koffi YJJ, et al. 2018. 
Conséquences sanitaires de la dynamique du paysage rural dans 
le foyer de Trypanosomiase Humaine Africaine (THA) de Bonon 
(Côte d’Ivoire) entre 2002 et 2015. Revue Espace Territoires Sociétés 
et Santé. 1(2):19–36.

Courtin F, Dupont S, Zézé DG, Jamonneau V, Sané B, Coulibaly B, 
Cuny G, Solano P. 2005. Trypanosomose Humaine Africaine 
: transmission urbaine dans le foyer de Bonon (Cote d’Ivoire). 
Tropical Medicine & International Health. 10(4):340–346.  
https://doi.org/10.1111/j.1365-3156.2005.01398.x.

Djè NN, Miezan TW, N’Guessan P, Brika P, Doua F, Boa F. 2002. 
Distribution géographique des trypanosomés pris en charge en 
Côte d’Ivoire de 1993 à 2000. Bulletin de la Sociét é de Pathologie 
Exotique. 95:359–361.

Dagnogo M, Lohuirignon K, Gouteux J-P. 1985. Comportement 

https://doi.org/10.17159/2254-8854/2025/a20242
https://doi.org/10.1051/parasite/2009164289
https://doi.org/10.1051/parasite/2009164289
https://doi.org/10.12688/openreseurope.14759.2
https://doi.org/10.1016/S0140-6736(17)31510-6
https://doi.org/10.1016/S0140-6736(17)31510-6
https://doi.org/10.1017/S1742758400000187
https://doi.org/10.1017/S1742758400000187
https://doi.org/10.4060/cd2022en
https://doi.org/10.1111/j.1365-3156.2005.01398.x


6African Entomology 2025, 33: e20242 (7 pages) 
https://doi.org/10.17159/2254-8854/2025/a20242

alimentaire des populations péridomestiques de Glossina palpalis 
(Robineau – Desvoidy) et de Glossina tachinoides Westwood 
du domaine guinéen de Côte d’Ivoire. Cahiers ORSTOM Série 
Entomologie Médicale et Parasitologie. 23(1):3–8.

Djohan V, Kaba D, Rayaissé JB, Dayo GK, Coulibaly B, Salou E, Dofini 
F, Kouadio ADMK, Menan H, Solano P. 2015. Detection and 
identification of pathogenic trypanosome species in tsetse flies 
along the Comoé River in Côte d’Ivoire. Parasite. 22:18. https://doi.
org/10.1051/parasite/2015018.

FAO & WHO. 2022. Vector control and the elimination of gambiense 
human African trypanosomiasis (HAT) - Joint FAO/WHO Virtual 
Expert Meeting – 5–6 October 2021. PAAT Meeting Report Series. 
No. 1. Rome. https://doi.org/10.4060/cc0178en.

Farias IP, Ortí G, Sampaio I, Schneider H, Meyer A. 2001. The cytochrome 
b gene as a phylogenetic marker: the limits of resolution for analyzing 
relationships among Cichlid fishes. Journal of Molecular Evolution. 
53(2):89–103. https://doi.org/10.1007/s002390010197.

Fauret P, Dayo C, Rayaisse J-B, Pooda SH, Dofini F, Salano P, Calas B, 
Courtin F. 2015. Population dynamics, changes environmental and 
risk change trypanosome in the southwestof Burkina Faso from 
2005 to 2014. Dynamiques Environnementales. 36(36):146–170. 
https://doi.org/10.4000/dynenviron.1015.

Franco JR, Simarro PP, Diarra A, Jannin J. 2014. Epidemiology of 
human African trypanosomiasis. Journal of Clinical Epidemiology. 
6:257–275.

Gouteux JP. 1991. La raréfaction de tsé-tsé du groupe fusca en Afrique 
Centrale (Diptera, Glossinidae). Bulletin de la Sociét é Entomologique 
de France. 96(5):443–449. https://doi.org/10.3406/bsef.1991.17757.

Gouteux JP, Laveissière C, Boreham PFL. 1982. Ecologie des glossines en 
secteur pré-forestier de Côte d’Ivoire: 2. Les préférences trophiques 
de Glossina palpalis s.l. Cahiers ORSTOM, Série Entomologie 
Médicale et Parasitologie. 20:3–18.

Gouteux JP, Laveissière C, Couret D. 1983. Ecologie des glossines en secteur 
pré-forestier de Côte d’Ivoire: Les lieux de reproduction Cahiers 
ORSTOM, série Entomologie Médicale et Parasitologie 21:3–12.

Hebert PDN, Cywinska A, Ball SL, Dewaard JR. 2003. Biological 
identifications through DNA barcodes. Proceedings of the Royal 
Society of London. Series B, Biological Sciences 270: 313–321.

Jamonneau V, Barnabé C, Koffi M, Sané B, Cuny G, Solano P. 2003. 
Identification of Trypanosoma brucei circulating in a sleeping 
sickness focus in Côte d’Ivoire: assessment of genotype selection by 
the isolation method. Infection, Genetics and Evolution. 3(2):143–
149. https://doi.org/10.1016/S1567-1348(03)00069-8.

Jamonneau V, Ravel S, Koffi M, Kaba D, Zeze DG, Ndri L, Sane B, Coulibaly 
B, Cuny G, Solano P. 2004. Mixed infections of trypanosomes 
in tsetse and pigs and their epidemiological significance in a 
sleeping sickness focus of Côte d’Ivoire. Parasitology. 129:693–702.  
https://doi.org/10.1017/S0031182004005876.

Kaba D. 2006. Etude des glossines vectrices des Trypanosomoses 
Africaines et lutte antivectorielle au 43ème BIMA à Abidjan (Port-
Bouët). Côte d’Ivoire: Université de Bouaké. 82 p.

Kaba D, Djohan D, Berté D, Ta BTD, Selby R, Kouadio KAM, Coulibaly 
B, Traoré G, Rayaisse JB, Fauret P, et al. 2021. Use of vector control 
to protect people from sleeping sickness in the focus of Bonon 
(Côte d’Ivoire). PLoS Neglected Tropical Diseases 15:e0009404.  
https://doi.org/10.1371/journal.pntd.0009404 

Kaba D, Koffi M, Kouakou L, N’Gouan EK, Djohan V, Courtin F, 
N’Djetchi MK, Coulibaly B, Adingra GP, Berté D, et al. 2023. 
Towards the sustainable elimination of gambiense human African 
trypanosomiasis in Côte d’Ivoire using an integrated approach. 
PLoS Neglected Tropical Diseases. 17:e0011514. https://doi.
org/10.1371/journal.pntd.0011514.

Kazadi JM, Losson B, Kageruka P. 2000. Compétence vectorielle des 
mouches non ténérales de Glossina morsitans morsitans (Souche 
Mall) infectées par Trypanosoma (Nannomonas) congolense IL 
1180. Bulletin de la Sociét é de Pathologie Exotique. 93:125–128.

Kébé BI, N’Guessan KF. 2003. Rapport de la mission de prospection du 
swollen shoot. 11–13 Septembre 2003. CNR.A. Côte d’Ivoire: Divo. 
7 p.

Koffi M, N’Djetchi M, Ilboudo H, Kaba D, Coulibaly B, N’Gouan 
E, Kouakou L, Bucheton B, Solano P, Courtin F, et al. 2016. A 
targeted door-to-door strategy for sleeping sickness detection 
in low-prevalence settings in Côte d’Ivoire. Parasite. 23:51.  
https://doi.org/10.1051/parasite/2016059.

Krouba GID, Ouattara AA, Kouakou ACA, Adopo ARI, Fauret P, 
Coulibaly B, Kaba D, Koffi YJJ, Assi Kaudhis PJ, Courtin F. 2018. 
Dynamiques de peuplement et modifications paysagères dans la 
zone rurale sud de la ville de Bonon entre 2000 et 2015 (Région de la 
Marahoué, Côte d’Ivoire). Tropicultura. 36(2):271–280.

Kohagne T, Mavoungou J, Fako H, Pamba R, Mbatchi B. 2013. Is there a 
suburban sleeping sickness in Libreville? African Health Sciences . 
13(2):266–269. https://doi.org/10.4314/ahs.v13i2.10.

Lah EFC, Ahamad M, Haron MS, Ming HT. 2012. Establishment of a 
molecular tool for blood meal identification in Malaysia. Asian 
Pacific Journal of Tropical Biomedicine. 2(3):223–227. https://doi.
org/10.1016/S2221-1691(12)60046-X.

Laveissière C, Couret D, Staak C, Hervouët JP. 1985. Glossina palpalis 
et ses hôtes en secteur forestier de Côte d’Ivoire: relations avec 
l’épidémiologie de la trypanosomiase humaine. Cahiers ORSTOM, 
série Entomologie Médicale et Parasitologie 23: 297–303.

Laveissière C, Grébaut P. 1990. Recherches sur les pièges à glossines 
(Diptera : Glossinidae). Mise au point d’un modèle économique : le 
piège ‘Vavoua’. Tropical Medicine and Parasitology. 41:185–192.

Laveissière C, Grébaut P, Herder S, Penchenier L. 2000. Les glossines 
vectrices de la Trypanosomiase humaine. Montpellier: IRD 
Editions. 246 p. 

Laveissière C. & Hervouët JP. 1981. Populations de glossines et systèmes 
d’occupation de l’espace : enquête entomologique dans la région 
de la Lobo (Côte d’Ivoire) février 1981. Cahiers ORSTOM, série 
Entomologie Médicale et Parasitologie 19:247–260.

Laveissière C, Hervouët JP. 1988. Epidémiologie et contrôle de la 
trypanosomiase humaine en Afrique de l’Ouest. ORSTOM Editions. 
157 p.

Leak SGA. 1998. Tsetse biology and ecology: their role in the 
epidemiology and control of trypanosomosis. Wallingford, 
United Kingdom: CABI Publishing Editions. 568 p. https://doi.
org/10.1079/9780851993003.0000.

Leak SGA, Ejigu D, Vreysen MJB. 2008. Collection of entomological 
baseline data for tsetse area-wide integrated pest management 
programmes. Rome: FAO. 205 p. https://openknowledge.fao.org/
handle/20.500.14283/i0535e.

Lumbala C, Simarro PP, Cecchi G, Paone M, Franco JR, Kande Betu 
Ku Mesu V, Makabuza J, Diarra A, Chansy S, Priotto G, et al. 2015. 
Human African trypanosomiasis in the Democratic Republic of the 
Congo: disease distribution and risk. International Journal of Health 
Geographics. 14(1):20. https://doi.org/10.1186/s12942-015-0013-9.

Masiga DK, Smyth AJ, Hayes P, Bromidge TJ, Gibson WC. 1992. Sensitive 
detection of trypanosomes in tsetse flies by DNA amplification. 
International Journal for Parasitology . 22(7):909–918. https://doi.
org/10.1016/0020-7519(92)90047-O.

Moser DR, Cook GA, Ochs DE, Bailey CP, McKane MR, Donelson 
JE. 1989. Detection of Trypanosoma congolense and Trypanosoma 
brucei subspecies by DNA amplification using the polymerase 
chain reaction. Parasitology. 99(1):57–66. https://doi.org/10.1017/
S0031182000061023.

N’Djetchi MK, Ilboudo H, Koffi M, Kaboré J, Kaboré JW, Kaba D, 
Courtin F, Coulibaly B, Fauret P, Kouakou L, et al. 2017. The 
study of trypanosome species circulating in domestic animals 
in two human African trypanosomiasis foci of Côte d’Ivoire 
identifies pigs and cattle as potential reservoirs of Trypanosoma 
brucei gambiense. PLoS Neglected Tropical Diseases. 11:e0005993.  
https://doi.org/10.1371/journal.pntd.0005993.

Nekpeni EB, Dagnogo M, Eouzan JP. 1989. Détermination de la limite 
géographique entre deux sous-espèces de glossines en Côte-
d’Ivoire: glossina palpalis palpalis (Robineau-Desvoidy, 1830) et 
G. p. gambiensis (Vanderplank, 1949). Tropical Medicine and 
Parasitology. 40:12–15.

Njiokou F, Simo G, Mbida Mbida A, Truc P, Cuny G, Herder S. 2004. A 
study of host preference in tsetse flies using a modified heteroduplex 
PCR-based method. Acta Tropica. 91(2):117–120. https://doi.
org/10.1016/j.actatropica.2004.03.006.

Pollock JN, editor. 1982. Biologie, systématique et répartition des tsé-
tsé. Vol. 1. Rome: FAO.  310 p. (Manuel de lutte contre la mouche tsé-
tsé). https://openknowledge.fao.org/handle/20.500.14283/p5178f.

Ravel S, De Meeus T, Dujardin JP, Zézé DG, Gooding RH, Dusfour 
I, Sané B, Cuny G, Solano P. 2007. The tsetse fly Glossina palpalis 
palpalis is composed of several genetically differentiated small 
populations in the sleeping sickness focus of Bonon, Côte d’Ivoire. 

https://doi.org/10.17159/2254-8854/2025/a20242
https://doi.org/10.1051/parasite/2015018
https://doi.org/10.1051/parasite/2015018
https://doi.org/10.4060/cc0178en
https://doi.org/10.1007/s002390010197
https://doi.org/10.4000/dynenviron.1015
https://doi.org/10.3406/bsef.1991.17757
https://doi.org/10.1016/S1567-1348(03)00069-8
https://doi.org/10.1017/S0031182004005876
https://doi.org/10.1371/journal.pntd.0009404
https://doi.org/10.1371/journal.pntd.0011514
https://doi.org/10.1371/journal.pntd.0011514
https://doi.org/10.1051/parasite/2016059
https://doi.org/10.4314/ahs.v13i2.10
https://doi.org/10.1016/S2221-1691(12)60046-X
https://doi.org/10.1016/S2221-1691(12)60046-X
https://doi.org/10.1079/9780851993003.0000
https://doi.org/10.1079/9780851993003.0000
https://openknowledge.fao.org/handle/20.500.14283/i0535e
https://openknowledge.fao.org/handle/20.500.14283/i0535e
https://doi.org/10.1186/s12942-015-0013-9
https://doi.org/10.1016/0020-7519(92)90047-O
https://doi.org/10.1016/0020-7519(92)90047-O
https://doi.org/10.1017/S0031182000061023
https://doi.org/10.1017/S0031182000061023
https://doi.org/10.1371/journal.pntd.0005993
https://doi.org/10.1016/j.actatropica.2004.03.006
https://doi.org/10.1016/j.actatropica.2004.03.006
https://openknowledge.fao.org/handle/20.500.14283/p5178f


7African Entomology 2025, 33: e20242 (7 pages) 
https://doi.org/10.17159/2254-8854/2025/a20242

Infection, Genetics and Evolution. 7(1):116–125. https://doi.
org/10.1016/j.meegid.2006.07.002.

Roubaud E. 1913. Les mouches tsé-tsé en Afrique Occidentale Française. 
Annales de Géographie. 22(126):427–450. https://doi.org/10.3406/
geo.1913.8221.

Sané B, Garcia A, Fournet F, Laveissière C. 1999. Répartition des groupes 
d’âge de Glossina palpalis palpalis femelles dans les plantations 
et les talwegs en zone forestière de Côte d’Ivoire. Relation avec 
la prévalence de la maladie du sommeil. Bulletin de la Société de 
Pathologie Exotique. 92(3):210–212.

Sané B, Laveissière C, Méda HA. 2000. Répartition spatiale et préférences 
trophiques de Glossina palpalis palpalis dans le foyer forestier 
de Zoukougbeu (Cote d’Ivoire). Implications épidémiologiques. 
Parasite. 7(3):241–244. https://doi.org/10.1051/parasite/2000073241.

Simarro PP, Cecchi G, Paone M, Franco JR, Diarra A, Ruiz JA, Fèvre EM, 
Courtin F, Mattioli RC, Jannin JG. 2010. The Atlas of human African 
trypanosomiasis: a contribution to global mapping of neglected 
tropical diseases. International Journal of Health Geographics. 
9(1):57. https://doi.org/10.1186/1476-072X-9-57.

Simo G, Diabakana PM, Mesu VKBK, Manzambi EZ, Ollivier 
G, Asonganyi T, Cuny G, Grébaut P. 2006. Human African 
Trypanosomiasis Transmission, Kinshasa, Democratic Republic 
of Congo. Emerging Infectious Diseases. 12(12):1968–1970.  
https://doi.org/10.3201/eid1212.060516.

Späth J. 2000. Feeding patterns of three sympatric tsetse species (Glossina 
spp.) (Diptera: Glossinidae) in the preforest zone of Côte d’Ivoire. Acta 
Tropica. 75(1):109–118. https://doi.org/10.1016/S0001-706X(99)00096-0.

Steuber S, Abdel-Rady A, Clausen PH. 2005. PCR-RFLP analysis: a 
promising technique for host species identification of blood meals 
from tsetse flies (Diptera: Glossinidae). Parasitology Research. 
97(3):247–254. https://doi.org/10.1007/s00436-005-1410-y.

Tano AS. 2012. Crise cacaoyère et stratégies des producteurs de la sous-
préfecture de Méadji au Sud-Ouest ivoirien. Thèse de Doctorat, 
Université de Toulouse, 261 p.

Walsh PS, Metzger DA, Higuchi R. 1991. Chelex 100 as a medium for 
simple extraction of DNA for PCR-based typing from forensic 
material. Biotechniques. 10(4):506–513.

WHO. 1986. Epidemiology and control of African trypanosomiasis: 
report of a WHO expert committee. Geneva: World Health 
Organization.  127 p. [meeting held in Geneva from 16 to 23 October 
1985]].

WHO. 2013. Control and surveillance of human African 
trypanosomiasis: report of a WHO Expert Committee. Control and 
Surveillance of Human African Trypanosomiasis, Geneva, 22–26 
April 2013. Geneva: World Health Organization. 237 p. 

Yao Y, Green CH, Krüger WD, Sanou F, Toure F. 1997. Etude de 
l’infection trypanosomienne de Glossina longipalpis Wiedemann, 
1840 (Diptera: Glossinidae) et de ses variations en secteur préforestier 
de Côte d’Ivoire. Société Française d’Ethnopharmacologie 
10263:266–270.

Yoni W, Bila C, Bouyer J, Desquesnes M, Idrissa Kaboré I. 2005.  La 
dissection des glossines ou mouches tsé-tsé. Santé animale en 
Afrique de l’Ouest. Fiche technique 23, 12 pp.

https://doi.org/10.17159/2254-8854/2025/a20242
https://doi.org/10.1016/j.meegid.2006.07.002
https://doi.org/10.1016/j.meegid.2006.07.002
https://doi.org/10.3406/geo.1913.8221
https://doi.org/10.3406/geo.1913.8221
https://doi.org/10.1051/parasite/2000073241
https://doi.org/10.1186/1476-072X-9-57
https://doi.org/10.3201/eid1212.060516
https://doi.org/10.1016/S0001-706X(99)00096-0
https://doi.org/10.1007/s00436-005-1410-y

