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Microsatellites are short tandem repeat sequences dispersed within eukaryotic gcnomes. These sequent 
frequently exhibit length polymorphism constituting extremely in'formative marks for genetic analysis i 
great variety of organisms. In this work, we investigate the occurrence of microsatcllites in the genome of 
Brener clone of Trypanosoma cruzi to be used as markers for genetic mapping. Although no T. cr 
microsatellites wcre reported until now, the searching for di- and tri-nucleotide motifs using the GCG FindPatte 
program in T. cruzi Genbank sequences showed that the most frequent kind of microsatellites are AC and 
stretches with a minimum of 6 and maximum of 15 repeats in length. Hybridization analysis using alka 
phosphatase labeled (CA), probe on the molecular karyotype of CL Brener clone showcd the presence of 
microsatellite in all chromosomal bands. To characterize microsatellite loci, a genome library enriched WI. 
CA repeats was constructed. For that, genomic DNA was digested with MseI or Sau 3AI and ligated to adapto 
Denatured restriction fragments were hybridized to a biotinylated probe complemcntary to CA repeats a 
immobilized on a streptavidin coated magnetic beads. The captured fragments werc submitted to a PCR reacti 
using primers complementary to the adaptors and then cloned in a TA-vector. More than 90% of the recombina 
clones hybridized to the (CA), probe. Sequencing of 25 positive randomly seleclcd clones showed that 
contained a CA repeat length greater than four and 60% of these clones contained a CA repeat greater th 
nine. Several clones showed association with other microsatellites such as (A)n, (AG)n, (AAC)n and 
Fluorescein-labeled primers were designed to amplify the CA repeat loci and products were studied i 
sequencer using the Fragment Management program. Five clones displayed allelic size polymorphism amo 
different ir: cruzì strains. Localization of these clones on the molecular karyotype of the CL Brener clone 
being performed. Isolation and analysis of more microsatellites loci will be uscful í'or future work in genet 
mapping of ir: cruzì as well in population studie3. 
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Trypanosoma cruzì natural populations have been shown to be highly heterogeneous and subdiv 


